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Online Resources 
 
Course Resources 
 
Course home page  http://www.ncbi.nlm.nih.gov/Class/Structure/course.html 
PowerPoint slides  ftp://ftp.ncbi.nih.gov/pub/sayers/Structure/ 
Workshop I exercises  http://www.ncbi.nlm.nih.gov/Class/Structure/handson_I.html 
Workshop II exercises  http://www.ncbi.nlm.nih.gov/Class/Structure/handson_II.html 
Alignment Guide  http://www.ncbi.nlm.nih.gov/Class/Structure/align_guide.html 
Amino Acid Explorer  http://www.ncbi.nlm.nih.gov/Class/Structure/aa/aa_explorer.cgi 
PSSM Viewer   http://www.ncbi.nlm.nih.gov/Class/Structure/pssm/pssm_viewer.cgi 
 
General NCBI 
 
NCBI home page  http://www.ncbi.nlm.nih.gov 
About NCBI   http://www.ncbi.nlm.nih.gov/About 
NCBI news   http://www.ncbi.nlm.nih.gov/About/newsletter.html 
  
NCBI Structure Sites  
 
Structure main page  http://www.ncbi.nlm.nih.gov/Structure  
MMDB main page  http://www.ncbi.nlm.nih.gov/Structure/MMDB/mmdb.shtml 
CDD main page  http://www.ncbi.nlm.nih.gov/Structure/cdd/cdd.shtml 
VAST page   http://www.ncbi.nlm.nih.gov/Structure/VAST/vast.shtml 
PubChem page  http://pubchem.ncbi.nlm.nih.gov 
NCBI Handbook  http://www.ncbi.nlm.nih.gov/books/bv.fcgi?rid=handbook.chapter.ch3 
 
NCBI Structure Tools  

 
Cn3D   http://www.ncbi.nlm.nih.gov/Structure/CN3D/cn3d.shtml 
CD-Search  http://www.ncbi.nlm.nih.gov/Structure/cdd/wrpsb.cgi 
VAST Search  http://www.ncbi.nlm.nih.gov/Structure/VAST/vastsearch.html 
CDART   http://www.ncbi.nlm.nih.gov/Structure/lexington/lexington.cgi?cmd=rps 
NCBI Threader http://www.ncbi.nlm.nih.gov/Structure/RESEARCH/threading.shtml 
Entrez Structure http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?db=Structure  
Entrez 3D Domains http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?db=Domains 
Entrez Domains http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?db=cdd 
COG   http://www.ncbi.nlm.nih.gov/COG/ 
MMDB URLs  http://www.ncbi.nlm.nih.gov/Structure/MISC/linking.html#mmdbsrv 



 
 
 
Other Databases 
 
PDB   http://www.rcsb.org/pdb/ 
Pfam   http://pfam.wustl.edu/ 
SMART  http://smart.embl-heidelberg.de/ 
 
NCBI Structure FTP Resources 
 
CDD   ftp://ftp.ncbi.nih.gov/pub/mmdb/cdd/ 
Cn3D   ftp://ftp.ncbi.nih.gov/cn3d/ 
CDART  ftp://ftp.ncbi.nih.gov/pub/mmdb/cdart/ 
RPS-BLAST  ftp://ftp.ncbi.nih.gov/blast/ 
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Other relevant NCBI publications are linked from http://www.ncbi.nih.gov/Structure/. 
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